{(3S,5R)-5-(2,4-Difluorophenyl)-5-[(1H-
In the title compound, C 21 H 21 F 2 N 3 O 4 S, the tetrahydrofuran ring adopts an envelope conformation with the -C atom positioned at the flap. The triazole, difluorophenyl and tolyl rings of the various substituents on the tetrahydrofuran ring are inclined at 77.88 (12), 83.81 (10) and 81.00 (10) , respectively, to the best-fit mean plane through the five atoms of the tetrahydrofuran ring. In the crystal, weak C-HÁ Á ÁO and C-HÁ Á ÁF hydrogen bonds link the molecules into a three-dimensional structure, with molecules stacked along the a-axis direction.
Structure description
Derivatives of triazole exhibit a broad spectrum of pharmaceutical applications, particularly as antifungal agents (Sheehan et al., 1999) . The title compound is a key intermediate in the synthesis of the antifungal agent Posaconazole. Compared with the existing antifungal drugs, it has a higher potency against a broad range of fungal pathogens including Asperigillus, Candida and Cryptococcus (Oakley et al., 1997; Koltin & Hitchcock, 1997) . We report herein the synthesis and crystal structure of the title compound (Fig. 1) .
The molecule contains a central tetrahydrofuran ring with a 2-4-difluorophenyl ring in an R-configuration and a methyl 1,2,4-triazole substituent at C8 with a methyl 4-methylbenzenesulfonate substituent in an S-configuration at C10. The tetrahydrofuran ring O1/C8-C11 adopts an envelope conformation with the C9 atom at the flap. The bestfit mean plane through atoms O1,C8-C11 of the tetrahydrofuran ring is inclined at 77. 88 (12) to the triazole ring, 83.81 (10) to the difluorophenyl ring and 81.00 (10) to data reports the tolyl ring. The triazole ring is inclined at angles of 14.32 (7) and 17.73 (9) to the tolyl and fluorobenzene rings, respectively. The tolyl and fluorobenzene rings are almost parallel, as indicated by the interplanar angle of 3.89 (9) . Bond lengths and angles in the molecule are generally within the normal ranges and are similar to those observed in the related compounds (Semjonovs et al., 2015) .
In the crystal, weak C-HÁ Á ÁO and C-HÁ Á ÁF hydrogen bonds generate a three-dimensional structure, with molecules stacked along the a-axis direction (Table 1, Fig. 2 ).
Synthesis and crystallization
The title compound was prepared according to a literature procedure (Saksena et al., 1995) . Single crystals suitable for X-ray diffraction were obtained by slow evaporation of a methanol solution at room temperature over a period of 10 d.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ). 
Figure 2
Packing of the title compound viewed along the a axis, with hydrogen bonds drawn as dashed lines. Computer programs: CrysAlis PRO (Agilent, 2014) , SUPERFLIP (Palatinus et al., 2012) , SHELXL96 (Sheldrick, 2008) and OLEX2 (Dolomanov et al., 2009) .
Figure 1
The molecular structure of the title compound, showing the atomlabelling scheme. Displacement ellipsoids are drawn at the 30% probability level.
data-1
IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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